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Summary 

 

Microsatelite markers or Simple Sequence Repeats (SSR) have been widely used 

for analysis of genetic identity determination in eukaryotes such as rice to 

overcome the threat of genetic erosion of local varieties. Microatelites have a 

large sequence of repetitions in the genome and spread evenly throughout the 

plant genome. However not all microsatelites match the sample used. Therefore, 

research is carried out that aims to determine microsatelite markers or Simple 

sequence Repeats (SSR) that are suitable for samples of brown rice and black rice 

locally in South Sumatra before further analysis. 

 

This research was conducted from January to October 2020. Sampling was 

conducted in several areas in South Sumatra. This research method begins with 

genome DNA isolation, dna isolation results in quality and quantity, DNA 

amplification with PCR, and DNA amplification results using electrophoresis gel 

and observed under UV Transiluminator. 

 

The results of this study showed the presence of DNA tapes of different sizes. 

Nine of the eleven primary pairs of RM5742, RM6997, RM201, RM263, RM324, 

RM518, RM60, RM105, and RM124 had a high level of conformity to all 

samples. The two primers, primer RM416 is not suitable for Tanjung Agung and 

RM223 is not suitable for samples from Linggau so it is not able to amplify DNA 

in PCR process as a result of not forming DNA tape when electrophoresis is done. 

 

Keywords: Molecular markers, Microsatelite, SSR, DNA Isolation, PCR, 
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RINGKASAN 

 

Duku dan Langsat (Lansium domesticum Corr.) termasuk salah satu tumbuhan 

khas Sumatera Selatan yang memiliki nilai ekonomi yang tinggi, sehingga 

keberadaan nya perlu dilestarikan salah satunya dengan melakukan pemuliaan 

tanaman. Namun, status taksonomi Duku dan Langsat masih belum jelas padahal 

sebelum melakukan pemuliaan tanaman perlu ditetapkan identitas genetik dan  

status taksonomi yang jelas untuk menentukan langkah-langkah strategi 

konservasi selanjutnya. Oleh karena itu, dalam menetapkan identitas genetik perlu 

dilakukan penelitian mengenai variasi genetik Duku dan Langsat                          

(Lansium domesticum Corr.) di Sumatera Selatan berdasarkan urutan basa 

nukleotida pada gen matK dalam upaya menentukan status taksonomi Duku dan  

Langsat. Penelitian ini bertujuan untuk mengetahui variasi genetik Duku dan 

Langsat (Lansium  domesticum Corr.) di Sumatera Selatan berdasarkan urutan 

basa nukleotida pada gen matK  dalam upaya menentukan status taksonomi Duku 

dan  Langsat. 

Penelitian ini dilaksanakan pada bulan Februari  sampai dengan November 2020, 

bertempat di Laboratorium Genetika dan Bioteknologi, Jurusan Biologi, Fakultas 

Matematika dan Ilmu Pengetahuan Alam, Universitas Sriwijaya, Indralaya. 

Metode penelitian ini dengan ektraksi DNA dengan menggunakan Tiangen Plant 

Genomic DNA KIT DP 305, kemudian amplifikasi DNA menggunakan primer 

3F_KIM-F dan 1R_KIM-R, elektroforesis dan sekuensing DNA. 

Hasil dari penelitian menunjukkan bahwa berdasarkan hasil blast Duku dan 

Langsat ditetapkan sebagai Lansium domesticum Corr. dengan  variasi genetik 

yang cukup tinggi yang ditunjukkan oleh banyaknya perbedaan urutan DNA yang 

disebabkan oleh mutasi gen. 

 

Kata kunci : Variasi genetik, Duku, Langsat, Lansium domesticum, 

Barcoding DNA, gen matK. 
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Summary 

 

Duku and Langsat (Lansium domesticum Corr.) are one of the typical plants of 

South Sumatera that have high economic value, so that their existence needs to be 

preserved, one of which is by carrying out plant breeding. Genetic identity and 

and clear taxonomic status to determine the next steps of conesrvation strategies. 

Therefore, in determining genetic identity it is necessary to condust research on 

genetic variation of Duku and Langsat (Lansium domesticum Corr.)in South 

Sumatera based on the nucleotide base sequence in the matK gene in an effort 

determine the taxonomic status of Duku and Langsat. This research aims to 

determine genetic variation of Duku and Langsat (Lansium domesticum Corr.)in 

South Sumatera based on the nucleotide base sequence in the matK gene in an 

effort determine the taxonomic status of Duku and Langsat. 

This research was conducted from February to November 2020 at the Laboratory 

of Genetics and Biotechnology, Departemen of Biology, Faculty of Mathematics 

and Natural Sciences, Sriwijaya University, Indralaya. The method of this 

research is DNA extraction using Tiangen DNA Plant Genomic KIT DP 305 the 

DNA amplification using Primers 3F_KIM-F dan 1R_KIM-R, electrophoresis and 

sequencing DNA. 

The result of this sutdy indicate that based on the resultd of the Duku and Langsat 

blast, it is determine as Lansium domesticum Corr. with a fairly high genetic 

variation as indicated by the many differences in DNA seguences caused by gene 

mutations. 
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